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Rheumatoid arthritis (RA) is a heterogenous disease of
unknown etiology with genetic predisposition. The HLA
class II antigens1, especially HLA-DR, have been thought to
be related to the pathogenesis of RA. The strongest associa-
tion in Taiwanese patients is with the DR4 alleles, especially
DRB1*04052. However, the shared epitope hypothesis
accounted for only half of the patients in our previous study.
Therefore, the genetic association of non-HLA alleles with
RA should be investigated.

Tumor necrosis factor-α (TNF-α) is a proinflammatory
cytokine. It is associated with the inflammatory reaction in
patients with RA3. Several papers have shown that TNF-α
may be related to the pathogenesis of RA4-7. Transgenic
mice with a modified human TNF-α gene can develop an
erosive arthritis mimicking RA8. Treatment with anti-TNF-
α monoclonal antibody or TNFR2 improved the clinical
manifestations of patients with RA9,10.

Several polymorphisms have been noted in TNF
promoter11,12. Some reports have shown that production of

TNF-α could be influenced by TNF promoter polymor-
phisms, TNF microsatellites, and HLA-DR genes13-15.
Therefore, the TNF promoter polymorphisms may play a
role in the pathogenesis of RA. There were many reports
about the associations of TNF promoter polymorphisms
with malaria infection, primary biliary cirrhosis, and some
autoimmune diseases including RA, juvenile RA, systemic
lupus erythematosus, psoriatic arthritis, and ankylosing
spondylitis12,16-22. However, the associations between TNF
promoter polymorphisms and these diseases are still contro-
versial23-28.

A report about the association of this gene with RA is
unavailable in Taiwan. We investigated the role of TNF
promoter polymorphisms in the pathogenesis of RA in
Taiwan.

MATERIALS AND METHODS
To investigate the role of TNF promoter polymorphisms in the pathogen-
esis of RA, 97 patients with RA and 97 healthy controls were enrolled in
this study. The 1987 revised American College of Rheumatology criteria
for classification of RA were used for the diagnosis of RA. All patients and
controls are Taiwanese.

The polymorphisms at TNF-238, -244, -308, -376, -857, and -863 were
determined. TNF-238, -244, and -376 polymorphisms were determined by
the polymerase chain reaction-restriction fragment length polymorphism
(PCR-RFLP) method. A set of primers with mismatched nucleotides
(underlined) were used. The sequences of primers were 5’-CCTCAAG-
GACTCAGCTTTCTG-3’ and 5’-ACACTCCCCATCCTCCCAGATC-3’.
The amplification was accomplished by initial denaturation at 96˚C for 1
min and 5 cycles at 96°C for 45 s, at 58°C for 1 min, and 72°C for 1 min,
then 30 cycles at 96°C for 45 s, at 53°C for 1 min, and 72°C for 1 min; and
final extension at 72°C for 6 min (Perkin-Elmer 9600 ).

The restriction enzymes used for determining TNF-238, -244, and -376
polymorphisms were Bgl II, Bsaj I, and Tsp509 I, respectively. The
sequences with TNF-238G, TNF-244G, and TNF-376A can be digested by
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Bgl II, Bsaj I, and Tsp 509 I, respectively. Because none of the PCR prod-
ucts from patients and controls could be digested by Tsp 509 I, a fragment
of hypoxanthine-guanine phosphoribosyl-transferase gene was amplified
as the positive control for Tsp 509 I during enzyme digestion. There is a
restriction site within this PCR product. The sequences of primers were 5’-
GAACTGTCTCAGCAAATGG-3’ and 5’- GCTCAGTCCATAACAAGC-
3’. The amplification was accomplished by an initial denaturation at 94°C
for 5 min, and 5 cycles at 94°C for 1 min, at 55°C for 1 min, and 72°C for
1 min, followed by 30 cycles at 94°C for 1 min, at 50°C for 1 min, and at
72°C for 1 min; and a final 3 min 72°C elongation phase. 

The TNF-308, TNF-857, and TNF-863 polymorphisms were also deter-
mined by PCR-RFLP method29,30. The sequences of primer sets for
amplifying TNF-308, TNF-857, and TNF-863 were 5’-AGCAATAG-
GTTTTGAGGGCCAT-3’, and 5’-TCCTCC CTGCTCCGATTCCG-3’, 5’-
GGCTCTGAGGAATGGGTTAC-3’and5’-CCTCTACATGGCCCTGTCT
AC-3’, 5’-GGCTCTGAGGAATGGGTTAC-3’, and 5’-CTACATGGCC-
CTGTCTTCGTTACG-3’, respectively. The underlined nucleotides are
mismatched. NcoI and TaiI were used as the restriction enzyme. The
sequences with TNF-308G, TNF-857C, and TNF-863A can be digested by
NcoI, TaiI, and TaiI, respectively. The restriction sites of these polymor-
phisms are shown in Table 1.

Extraarticular involvement of RA was considered when at least one of
the following clinical manifestations was present during the disease course:
(1) subcutaneous rheumatoid nodule; (2) cutaneous vasculitis; (3)
eosinophilia; (4) lymphadenopathy; (5) pulmonary diseases (pleurisy,
interstitial fibrosis, nodular lung or pulmonary hypertension); (6) cardiac
disease (pericarditis or conduction defect confirmed by echocardiography
and electrocardiography); (7) noncompressive neuropathy; (8) Raynaud’s
phenomenon; or (9) sicca syndrome (confirmed by positive Schirmer’s test
and positive lip biopsy). Radiographs of hands, wrists, and feet were taken
in patients. Evaluation of bone erosion was performed by a radiologist and
a rheumatologist.

The chi-square test with Yates’ correction or Fisher’s exact test was
used for statistical analysis. Odds ratio (OR) was calculated by the methods
of Woolf31 and by a modification of the method of Haldane32.

RESULTS
Table 2 shows the frequencies of TNF promoter polymor-
phisms in patients with RA and healthy controls. The allele
and phenotypic frequencies of TNF-308A were significantly
lower in patients than in controls. There were no significant
differences in the frequencies of TNF-308G, TNF-238,
TNF-857, and TNF-863 polymorphisms between patients
and controls.

Table 3 shows the phenotypic frequencies of TNF
promoter polymorphisms in HLA-DR4 positive and DR4
negative RA patients and controls. The frequency of TNF-
308A was significantly lower in DR4 negative patients than

in DR4 negative controls, but not in DR4 positive patients
or controls.

Table 4 gives the comparisons of prevalences of TNF
promoter polymorphisms in different populations. The
prevalences of these polymorphisms were variable in
different populations. The prevalences of TNF-238A, 
-244A, -308A, and -857T in Taiwanese were compatible
with those in American whites, while the prevalence of
TNF-863A was slightly higher in Taiwanese. The preva-
lence of TNF-308A was markedly lower in Japanese than in
other populations, and the prevalence of TNF-376A in
Taiwanese was comparable with that in Dutch individuals.
DISCUSSION
TNF-α is an important mediator in the inflammatory
response of RA. The production of TNF-α may be associ-
ated with TNF promoter polymorphisms, TNF microsatel-
lites, and HLA-DR genes. Several polymorphisms have
been found in TNF gene at positions -1031, -863, -857, 
-575, -376, -308, -244, -238, and +70. Positions -238 and 
-244 are located within a sequence similar to the so-called Y
box, a regulative motif typical of the promoter region of
MHC class II genes, or to a repressor site33. The TNF
repressor site has been localized to a 25 bp region between
base pair -254 and -230 in the promoter34. The variations of
sequence in this area may affect TNF promoter activity.
However, Drouet’s study showed that the TNF Y box bound
an abundant nuclear factor but had no detectable activity35.

The associations between TNF-α production and TNF
promoter polymorphisms are controversial. Wilson’s study
showed that TNF-308A is a much stronger transcriptional
activator than TNF-308G in the human B cell line, and the
TNF-308 polymorphisms have direct effects on TNF gene
regulation36. However, Uglialoro’s study showed that the
TNF-308 polymorphisms did not affect the TNF gene
expression in activated lymphocytes12. In Abdallah’s study,
the TNF-308A was related to the lower plasma TNF-α level,
but not significantly so37. As for position -244, the associa-
tion between TNF-α production and polymorphisms at this
nucleotide is still unavailable. The polymorphisms at TNF-
376 will affect the expression of TNF-α. An adenine substi-
tution (TNF-376A) had a 35% increase in basal expression
compared to wild-type TNF-376G38.

Table 1. Restriction sites of TNF promoter polymorphisms by PCR-RFLP methods.

TNF-238 TNF-244 TNF-308 TNF-376 TNF-857 TNF-863
Restriction G A G A G A G A C T C A
Enzyme

Bgl II + –
Bsaj I + –
Nco I + –
Tsp 509 I – +
Tai I + – – +

+: positive cutting site; –: no cutting site.
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Associations of other polymorphic sites with TNF-α
expression have also been reported. The polymorphisms at
TNF-575 and +70 were not related to TNF-α production.
However, the correlations of TNF-863 and -857 polymor-
phisms to TNF-α expression are still controversial. Increase
of, no effect on, and decrease of TNF-α expression have
been reported in TNF-863 polymorphisms12,30,39, and no
effect on or increase of TNF-α transcription has been
reported in TNF-857 polymorphisms12,39.

Because the polymorphisms at TNF promoter may be
associated with different expressions of TNF-α, these poly-
morphisms may be related to some inflammatory diseases.

Table 2. Frequencies of TNF promoter polymorphisms in patients with RA and healthy controls.

RA, Controls, OR p
n = 97 (%) n = 97 (%)

Genotype frequencies
TNF-238 G/G 94 (96.9) 96 (99.0)

G/A 3 (3.1) 1 (1.0)
A/A 0 (0) 0 (0)

TNF-308 G/G 94 (96.9) 72 (74.2)
G/A 3 (3.1) 23 (23.7)
A/A 0 (0) 2 (2.1)

TNF-857 C/C 65 (67.0) 72 (74.2)
C/T 27 (27.8) 24 (24.8)
T/T 5 (5.2) 1 (1.0)

TNF-863 C/C 82 (84.5) 73 (75.3)
C/A 12 (12.4) 21 (21.6)
A/A 3 (3.1) 3 (3.1)

Phenotype frequencies
TNF-238 G 97 (100.0) 97 (100.0) 1.0 NS

A 3 (3.1) 1 (1.0) 3.1 NS
TNF-308 G 97 (100.0) 95 (97.9) 5.1 NS

A 3 (3.1) 25 (25.7) 0.1 < 0.0001
TNF-857 C 92 (94.8) 96 (98.9) 0.2 NS

T 32 (32.9) 25 (25.8) 1.4 NS
TNF-863 C 94 (96.9) 94 (96.9) 1.0 NS

A 15 (15.5) 24 (24.7) 0.6 NS
Allele frequencies

TNF-238 A 3 (1.5) 1 (0.5) 3.0 NS
TNF-308 A 3 (1.5) 27 (13.9) 0.1 < 0.0001
TNF-857 T 37 (19.1) 26 (13.4) 1.5 NS
TNF-863 A 18 (9.3) 27 (13.9) 0.6 NS

OR: odds ratio.

Table 3. Phenotypic frequencies of TNF promoter polymorphisms in HLA-DR4 positive and DR4 negative
patients with RA and controls.

DR4 (+) DR4 (–)
RA, Controls, OR p RA, Controls, OR p

n = 46 (%) n = 18 (%) n = 51 (%) n = 79 (%)

TNF-308
G 46 (100.0) 18 (100.0) 2.51 NS 51 (100.0) 77 (97.5) 3.32 NS
A 2 (4.3) 2 (11.1) 0.36 NS 1 (1.9) 23 (29.1) 0.05 < 0.0001

OR: odds ratio.

Table 4. Comparison of prevalences of TNF promoter polymorphisms in
different populations (%).

Uglialoro Brinkman Seki Present study

Population American white Dutch Japanese Taiwanese
TNF -238A 0 9.5 4 1

-244A 0 ND ND 0
-308A 20.8 43.1 3.3 25.8
-376A ND 2.2 ND 0
-857T 20.8 ND 32.3 25.8
-863A 16.7 ND 26.3 24.7

ND: not determined.
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The correlations of TNF promoter polymorphisms with RA
are still controversial. Danis, et al showed that the genotypic
frequency of TNF-308A in patients with RA was found to be
3 times that of healthy controls18. However, the associations
of TNF-376, -308, -238, and +70 alleles with susceptibility
to RA could not be found by Brinkman, et al40. Vinasco, et
al also showed that there were not significant associations of
TNF-308 and -238 polymorphisms with susceptibility to
RA41.

In this study, the polymorphisms at positions -244 and 
-376 could not be found. The allele and phenotypic frequen-
cies of TNF-308A were significantly lower in patients than
in controls. After stratification with HLA-DR4, the pheno-
typic frequency of TNF-308A, was significantly lower in
DR4 negative patients with RA than in DR4 negative
controls. The same finding cannot be found in DR4 positive
patients and controls. Although a linkage disequilibrium
between TNF-308A and HLA-DR3 was noted in
Caucasians, it was not found in Taiwanese. Nor was linkage
disequilibrium found between TNF-308A and other HLA-
DR in Taiwanese. There was no significant difference in the
phenotypic frequencies of HLA-DR alleles between DR4
negative RA patients and DR4 negative controls (data not
shown). Therefore, the negative association between TNF-
308A and RA was not secondary to HLA-DR. TNF-308A
itself or a neighboring gene may be a protective factor for
the development of RA in HLA-DR4 negative populations.
This finding is different from previous reports. The reason
for this discrepancy needs to be investigated.

Seki, et al showed that the frequency of TNF-857T allele
was significantly higher in RA patients versus controls27.
However, it was secondary to the linkage disequilibrium of
TNF-857T with HLA-DRB1*0405. A similar finding could
not be found in this study. In this study, TNF-238, -857, and
-863 polymorphisms were not related to the development of
RA. Seki, et al also showed that TNF-238 and -863 were not
susceptible genes to RA.

Vinasco, et al showed that TNF-238 and TNF-308 poly-
morphisms were related to mean age at disease onset and
nodular disease, respectively41. Brinkman, et al also showed
that TNF-238GA genotype was associated with decreased
radiologically detectable progression. They also found that
the polymorphisms at positions +70, -308, and -376 were
not related to the severity of RA40. The same findings could
not be confirmed in our study. We showed that TNF-238, 
-308, -857, and -863 polymorphisms were not associated
with extraarticular involvement, bone erosion, seropositivity
for rheumatoid factor, or age at disease onset. This finding
is compatible with Lacki, et al42. They showed that TNF-
308 gene polymorphism did not affect the clinical and radi-
ological outcomes of RA.

The prevalences of TNF promoter polymorphisms in
different populations were variable even within Caucasians
and within Orientals, and the associations of TNF promoter

polymorphisms with RA were also different. In Taiwanese
and Japanese, the prevalences of TNF-238A, -857T, and 
-863A were similar to those in American whites, while TNF-
308A was markedly lower in Japanese than in other popula-
tions. The prevalences of TNF-238A and -308A were
markedly higher in Dutch patients than in other populations.
The genetic bases of different populations were different,
and the associations between TNF gene and RA were also
different.

In summary, TNF-308A is negatively associated with
susceptibility to RA in the HLA-DR4 negative population in
Taiwan. TNF-308A itself or a neighboring gene may be a
protective factor for the development of RA in this popula-
tion. TNF promoter polymorphisms were not related to the
clinical manifestations of patients with RA in Taiwan.
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