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Immunogenetic Risks of Anti-Cyclical Citrullinated
Peptide Antibodies in a North American Native
Population with Rheumatoid Arthritis and Their
First-degree Relatives
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ABSTRACT. Objective. To determine the prevalence of anti-cyclic citrullinated peptide (anti-CCP) antibodies in
unaffected relatives of North American Native probands with rheumatoid arthritis (RA); and the
associations of the shared epitope (SE) and HLA-DRB1*0901 with RA and anti-CCP antibodies.
Methods. The subjects were RA probands, affected relatives, unaffected first-degree (FDR) and
more distant relatives, and unaffected controls from the same population. HLA-DRB1 typing was
determined by DNA sequencing and anti-CCP antibodies were determined by ELISA.
Results. DRB1*0901, SE, and SE/DRB1*0901 genotypes were all associated with RA.
SE/DRB1*0901, but not other SE genotypes, was associated with disease onset at age < 16 years.
The frequency of anti-CCP antibodies was 82% in RA probands, 17% in FDR, 11% in more distant
relatives, and 3% in controls. Among unaffected relatives, a significant increased risk of anti-CCP
was associated with SE/DRB1*0901 genotype, but not with SE.
Conclusion. An independent association of the non-SE allele DRB1*0901 with RA was confirmed
in this population, and this allele in combination with a SE allele was associated with younger age
at disease onset. FDR of RA probands have a higher prevalence of anti-CCP antibodies than more
distant relatives and unrelated controls, suggesting a gradient of risk for disease development.
Immunogenetic risks may act early in disease pathogenesis at the level of initiation of RA autoanti-
body formation; however, it is not clear what additional genetic and environmental risks are involved
in progression to clinical disease. (First Release May 1 2009; J Rheumatol 2009;36:1130–5; doi:10.3899/
jrheum.080855)
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The Cree and Ojibway, a North American Native people in
central Canada, have a prevalence of rheumatoid arthritis
(RA) of 2%, twice that of the Caucasian population in this

area1. At least 50% of Cree and Ojibway probands have
affected relatives2. In previous studies we reported a fre-
quency of the shared epitope (SE) of 59% in this population,
87% among patients with RA, and 93% among unaffected
relatives2,3. Since HLA is the major contributor to disease
risk in RA, the equally high frequency of the SE in unaf-
fected relatives combined with the high familial rate of RA
in this population suggests a high genetic risk of RA among
relatives of probands. Identification of at-risk relatives may
provide insights into the events surrounding the onset of RA.
Further, since a severe RA phenotype has been reported for
most North American Native patients, earliest possible
diagnosis and treatment may help ameliorate disease
severity1,2,4-6.

In addition to disease susceptibility provided by the SE,
DRB1*0901, a non-SE-bearing allele, has been associated
with RA in selected populations, notably Koreans, Chileans,
and Malaysian Chinese7-9. Further, a trend toward an asso-
ciation of DRB1*0901 with RA was reported in the Tlingit
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of Alaska, another North American Native group, and we
previously found a possible association in North American
Native patients with rheumatoid factor (RF)-positive poly-
articular juvenile rheumatoid arthritis3,10.

Anti-cyclical citrullinated peptide (CCP) antibodies have
been shown to precede clinically diagnosed RA and may be
responsible for the association of RA with the SE11-15. We
postulated that anti-CCP antibodies may be found in unaf-
fected first-degree relatives (FDR) of RA probands and that
immunogenetic risks are associated with anti-CCP antibod-
ies in both RA probands and their relatives. The objectives
of our study were to confirm associations of DRB1*0901
with RA in a larger number of Cree and Ojibway subjects,
to determine the prevalence of anti-CCP antibodies in rela-
tives of RA probands, and to explore the association of both
the SE and DRB1*0901 with anti-CCP antibodies in RA
probands and their unaffected relatives.

MATERIALS AND METHODS
Patients, relatives, and controls. Patients were selected if they met the fol-
lowing criteria: a diagnosis of RA based on fulfillment ofAmerican College
of Rheumatology criteria16 or the polyarthritis rheumatoid (RF)-positive
type of juvenile idiopathic arthritis by International League of Associations
for Rheumatology criteria17, and self-identified North American Indian
descent, regardless of quantum. Controls were randomly collected healthy
adults with no history of RA and with self-identified North American
Indian descent from the same communities. Patients, relatives, and controls
were recruited from the University of ManitobaArthritis Centre Clinics and
during field trips to community health clinics on reserves in Manitoba and
Saskatchewan. Relatives of RA probands were recruited on the basis of
availability and willingness to participate in the study. Relatives were clas-
sified as being clinically unaffected by RA after a rigorous exclusion
process that included the following elements: (1) no history of RA as doc-
umented by a physician; (2) no subjective history of joint swelling, partic-
ularly in the hands; (3) no history of morning stiffness > 30 minutes; and
(4) no evidence of synovitis on clinical examination by a rheumatologist
(HEG, JM). Relatives with well characterized rheumatic diseases such as
systemic lupus erythematosus were excluded from the study.

North American Native tribes in Manitoba and Saskatchewan belong
mainly to Cree and Ojibway linguistic groups, with fewer from the
Na-Dene group. HLA typing of controls and patients from previously pub-
lished studies were incorporated into the present analyses provided the sub-
jects met our inclusion criteria2,3,18.

The study was approved by research ethics boards at the universities of
Manitoba and Saskatchewan. Approval was also obtained from the
Assembly of Manitoba Chiefs. All subjects gave informed consent before
participation.

Assays. HLA-DRB1 typing was performed by polymerase chain reaction
using sequence-specific oligonucleotide primers, and sequence-based typ-
ing. Anti-CCP antibodies were assayed by ELISA using a second-genera-
tion anti-CCP kit (CCP2; Inova Diagnostics, San Diego, CA, USA).
Positive tests were defined as those with values ≥ 20 units and strongly pos-
itive were ≥ 60 units. Results of RF tests were obtained from patients’med-
ical records. RF values ≥ 20 international units (IU) were considered
positive.

The following DRB1 alleles were included as SE-bearing alleles:
DRB1*0101, 0102, 0401, 0404, 0405, 0408, 0410, 1001, and 140219. Other
SE-bearing alleles were not found in this population18.

Statistical analyses. Analyses were performed by SPSS 15.0 software
(SPSS Inc., Chicago, IL, USA). Two-sided chi-square or Fisher’s exact
tests were used to compare frequencies, 2-tailed t tests to compare means,

and Mann-Whitney U tests to compare median values. Odds ratios (OR)
with 95% confidence limits (95% CI) were estimated.A p value of 0.05 was
accepted as significant for confirmation of previously reported associations
of the SE with RA or anti-CCP antibody and of DRB1*0901 with RA7-9,15.
An association of DRB1*0901 with anti-CCP antibody has not previously
been reported. Therefore in univariate analyses, significance was set at p <
0.01 to adjust for 2 comparisons, DRB1*0901 and SE/DRB1*0901 geno-
type. Binary logistics regression analyses were performed entering vari-
ables by a backward conditional method, and significance was set at a p
value of 0.05.

RESULTS
SE and DRB1*0901 in RA. Two hundred sixty-six probands
with RA, 165 unaffected FDR, and 42 unaffected
second-degree or more distant relatives were studied. Thirty-
seven probands and 2 affected relatives were < 16 years of
age at disease onset. Patient characteristics are shown in
Table 1. Probands were significantly older than unaffected
relatives. Most probands had prolonged disease duration.
HLA typing was available for 250 probands, all relatives, and
176 controls. Among these, HLA typing results for 101
probands and 105 controls were available from previous
studies2,3,18. There was a nearly 2-fold higher risk of RA for
SE/*0901 and a slightly higher risk for SE/SE genotypes
than for genotypes with a single SE (SE/X) (Table 2).

When stratified by age at disease onset, the odds of dis-
ease were significantly increased by DRB1*0901 for those
with onset at age < 16 years, and the OR for SE/DRB1*0901
genotypes was greater than the sum of the individual OR for
each [SE: 29/37 (78%), OR 1.9, 95% CI 0.8, 4.4, not signif-
icant (NS); DRB1*0901: 8/37 (22%), OR 3.8, 95% CI 1.4,
10.0, p = 0.005; SE/*0901: 6/37 (16%), OR 11.2, 95% CI
2.7, 47.0, p < 0.0001, compared with controls, respectively].
Further, in stepwise logistic regression, only SE/*0901
remained significant, while *0901 and SE were both elimi-
nated, suggesting that both SE and DRB1*0901 together
increase the risk of RA in this age group (Table 3).

The same effect was not apparent among those with onset
at age ≥ 16 years [SE: 135/155 (87%), OR 3.5, 95% CI 2.0,
6.1, p < 0.0001; DRB1*0901: 16/155 (10%), OR 1.6, 95%
CI 0.7, 3.4, NS; SE/0901: 11/155 (7%), OR 4.4, 95% CI 1.2,
16.1, p = 0.015, compared with controls, respectively]. In
regression analysis the SE and DRB1*0901 each remained
significant and no interaction between the 2 was evident
(Table 3).

Anti-CCP antibodies. Anti-CCP antibody tests were avail-
able for 125 probands, 6 affected relatives, 134 unaffected
FDR, 34 distant relatives, and 91 controls. The frequency of
anti-CCP antibodies was 81.7% in probands and affected
relatives, 17.2% in unaffected FDR, and 11.8% in unaffect-
ed distant relatives. Only 5 controls had positive values
(5.4%). There was a higher frequency of a positive anti-CCP
test among unaffected FDR (p = 0.009), but not in more dis-
tant relatives (p = 0.227), compared with controls. The
median for positive anti-CCP values was higher in RA (150
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units, range 21–530) than in FDR (27 units, range 20–284)
(p < 0.0001), unaffected distant relatives (24 units, range
22–43) (p = 0.002), and controls (47 units, range 23–142)
(p = 0.008; Figure 1). It should be noted that of the 5 posi-
tive controls, 2 had strongly positive titers (> 60 units) and
the remaining 3 had weak to moderate positive values, while
in the FDR, 8/23 had strongly positive titers.

SE and DRB1*0901 in anti-CCP-positive RA. Similar cor-
relations with the SE were found for anti-CCP-positive RA
as for the unselected cohort of RA patients (Table 2). In
addition, there were trends for associations with
HLA-DRB1*0901 and SE/DRB1*0901 genotypes. There
were 22 patients with anti-CCP-negative RA and no signifi-
cant correlations were detected for this group (Table 2).

Immunogenetic risk for anti-CCP antibodies. To assess the
effect of the SE and DRB1*0901 on the risk of having a pos-
itive anti-CCP test, comparisons were made among unaf-
fected relatives. The question was whether these alleles were
risk factors for the development of anti-CCP antibodies

within families. As shown in Table 4, in univariate analyses
DRB1*0901 alone and DRB1*0901 in combination with a
SE allele showed trends to significant associations (OR
3.86, p = 0.059, and OR 4.66, p = 0.04, respectively).
However, in a stepwise conditional regression analysis, only
SE/DRB1*0901 remained significant, suggesting that the
combination of a SE allele and DRB1*0901 increases the
risk of anti-CCP antibody in this population, although the
95% confidence intervals were wide (Table 5).

DISCUSSION
North American Native people can be separated according
to ancestral migrations across the Bering Strait20. Ancestors
of present-day Amerindian tribes are believed to have
belonged to the most ancient migration, whereas the
Na-Dene and Eskimo-Aleut people descend from later
migrations20. Interestingly, prevalent rheumatic diseases
among Native people also distribute along these lines. For
example, high prevalence and incidence rates of RA are

Table 1. North American Native population with RA, relatives, and controls.

RA Affected Unaffected Unaffected Unrelated
Probands Relatives FDR Distant Relatives Controls

N 266 6 165 42 176
Female, % 80 67 75 67 64
Age at study, mean ± SD, yrs 44.3 ± 13.8 30.5 ± 9.6 37.6 ± 12.2* 26.8 ± 9.1* 31.9 ± 12.4*
Age at RA onset, mean ± SD, yrs 32.7 ± 13.8 15.0 + 4.5
Age at RA diagnosis, yrs 36.3 ± 14.3 21.2 ± 8.3
RA disease duration, mean ± 11.7 ± 9.3 11.5 ± 9.0
SD, yrs
RF-positive (%) 223/255 (88) 5/6 (83.3)
ANA-positive (%) 154/201 (77) 2/6 (33.3)
Receiving DMARD (%) 196/210 (93) 4/4 (100)

ANA: antinuclear antibody; DMARD: disease modifying antirheumatic drug; FDR: first-degree relatives;
RF: rheumatoid factor. * p < 0.0001 compared with RA probands.

Table 2. Shared epitope and DRB1*0901 in RA probands and controls.

HLA-DRB1 Controls All RA OR (95% CI) CCP+RA OR (95% CI) CCP–RA OR (95% CI)
Genotype (n = 176) (n = 250) Controls vs RA (n = 101) Controls vs (n = 22) Controls vs

N N N CCP+RA N CCP–RA

Any SE 116 210 2.72 (1.72, 4.30) 84 2.56 (1.39, 4.69) 17 1.76 (0.62, 5.00)
p < 0.0001 p = 0.002 p = NS

SE/X 71 124 2.62 (1.60, 4.30) 45 2.24 (1.16, 4.31) 13 2.20 (0.74, 6.52)
p < 0.0001 p = 0.015 p = NS

SE/SE 45 86 2.87 (1.67, 4.91) 39 3.06 (1.54, 6.09) 4 1.07 (0.27, 4.20)
p < 0.0001 p = 0.001 p = NS

Any *0901 12 33 2.08 (1.04, 4.15) 15 2.38 (1.07, 5.32) 2 1.37 (0.29, 6.55)
p = 0.035 p = 0.030 p = NS

SE/*0901 3 18 4.47 (1.30, 15.43) 7 4.29 (1.09, 17.0) 0 0.98 (0.96, 1.0)
p = 0.010 p = 0.025 p = NS

CCP: cyclic citrullinated peptide; N = number with genotype; SE: shared epitope. Any SE: genotypes with SE in combination with any DRB1 allele includ-
ing SE. Any *0901: genotypes with *0901 in combination with any DRB1 allele. SE/X: genotypes with SE in combination with non-SE DRB1 allele.
SE/*0901: genotypes with SE in combination with *0901. Odds ratios for RA were calculated for any SE, SE/X, and SE/SE genotypes versus genotypes with-
out SE, or any *0901 genotypes versus genotypes without *0901, and for SE/*0901 genotypes versus any other genotypes.
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found primarily among Amerind tribes, while seronega-
tive spondyloarthropathies including undifferentiated
types or reactive arthritis predominate in Na-Dene and
Eskimo-Aleut1. The exception is the Tlingit, a Na-Dene
people with a high prevalence of RA4,21. In these relatively
genetically isolated people, high population frequencies of
the SE among certain Amerind correlate with high rates of
RA, whereas the frequencies of HLA-B27 are highest in
Na-Dene and Eskimo-Aleut groups1,22-25. In North
American Native populations studied to date, RA occurs at
a young age, carries a severe phenotype, and has a high
familial occurrence, all factors suggesting a large genetic
contribution1,4-6. While the SE contributes to disease risk for
these populations as a whole, additional genetic risks likely
promote the development of RA within these populations,
and more specifically within families with one or more
affected members. Hence, these families provide an oppor-

tunity to search for non-SE and non-HLA genetic risks.
Moreover, as the risk of disease is high among members of
these families, a significant proportion is likely to be in a
predisease state in which RA autoantibodies have recently
been shown to occur11-13.

In our studies of the Cree and Ojibway Native American
population, SE was shown to be a risk factor for anti-CCP
antibody-positive RA, as has been reported in other popula-
tions15. However, the odds ratios of 2.56 and 3.06 for SE and
SE/SE, respectively, that were observed in our study were
modest compared with results published in a Dutch early
RA cohort and in the North American RA Consortium
(NARAC) cohort of sibling pairs with established RA, for
whom the odds ratios were 4.37 and 3.5 for SE, and 11.79
and 7.7 for SE/SE, respectively15. This likely relates to the
high background prevalence of SE alleles in this population,
which in the control group was 66%, a frequency substan-

Figure 1. Positive anti-CCP antibody levels. FDR: first-degree relative.

Table 3. Regression analyses for risk of RA due to shared epitope and DRB1*0901 according to age at onset.

Population Tested Explanatory OR p
Variables (95% CI)

Probands with onset at < 16 yrs (n = 37) *0901 Eliminated
vs controls (n = 176) Any SE Eliminated

SE/0901 11.16 (2.65, 47.00) 0.001
Constant 0.179 < 0.0001

Probands with onset at ≥ 16 yrs (n = 160) *0901 2.50 (1.06, 5.89) 0.037
vs controls (n = 176) Any SE 4.02 (2.22, 7.27) < 0.0001

SE/*0901 Eliminated
Constant 0.276 < 0.0001

The Cox and Snell R square values for the regressions were 0.052 for onset age < 16 years, and 0.074 for onset
≥ 16 years, respectively. RA probands and controls were entered in the regression.
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tially higher than in most other populations. We have previ-
ously shown that HLA-DRB1*0404 and *1402 are the most
prevalent SE alleles in this population2,3. In the current
study, we also confirmed an association of a non-SE allele,
DRB1*0901, with RA in this population. There appeared to
be an age effect for SE and DRB1*0901 associations, as the
2 together increased the risk of RA when onset was at age <
16 years. In contrast, for those with onset at age ≥ 16 years,
the effects of these alleles were independent of each other.
These results support the view that younger age at onset of
disease is associated with a greater genetic component.

The substantially higher frequency of anti-CCP antibod-
ies detected among unaffected relatives compared with con-
trols suggests that these results are not due to a background
population prevalence of these antibodies, but may truly
represent a higher risk for anti-CCP formation within affect-
ed families. In other studies we have demonstrated limited
isotype usage and different fine specificities of anti-cit-
rulline antibodies in unaffected relatives compared to RA
patients in this population26. Since SE alleles are highly
prevalent in the population and confer a modest risk for the
development of anti-CCP-positive RA, these findings sug-
gest that other genetic influences may modify antibody
characteristics and disease susceptibility. Our studies have
previously suggested that polymorphisms of the IL-10 gene

play a role in protection from developing RA in the face of
increased susceptibility imparted by the SE alleles2.

Studies of predisease sera from patients with RA have
indicated that anti-CCP antibodies are detectable in some
cases years prior to the onset of clinically detectable dis-
ease11-13. These studies have also suggested that the pres-
ence of anti-CCP and SE together is much more predictive
of future RA development that either variable alone. Further,
smoking has been shown to be an environmental factor that
is clearly linked to the development of anti-CCP-positive
RA, but only in the context of SE-positive individuals27,28.
Thus, a compelling hypothesis has been proposed linking
smoking and SE to the development of anti-CCP antibodies,
and ultimately anti-CCP-positive RA28. It will be of consid-
erable interest to follow anti-CCP and SE-positive unaffect-
ed relatives for the development of clinically detectable syn-
ovitis, potentially representing the onset of RA, particularly
in relation to their smoking exposure. One illustrative case
from this population has recently been published29.

In summary, our study confirms an association of
DRB1*0901 with RA in this population, demonstrates a
higher frequency of anti-CCP antibodies in unaffected rela-
tives of RA probands compared to controls from the same
population, and suggests the possibility that DRB1*0901 in
association with the SE may increase the risk of anti-CCP
antibody in the absence of clinical RA.

ACKNOWLEDGMENT
The authors thank the participants of this study and their communities and
the staff at community nursing stations for their generous help.

REFERENCES
1. Peschken CA, Esdaile JM. Rheumatic diseases in North America’s

indigenous peoples. Semin Arthritis Rheum 1999;28:368-91.
2. Oen K, Robinson DB, Nickerson P, et al. Familial seropositive

rheumatoid arthritis in North American Native families: effects of
shared epitope and cytokine genotypes. J Rheumatol
2005;32:983-91.

3. Oen K, El-Gabalawy HS, Canvin JM, et al. HLA associations of
seropositive rheumatoid arthritis in a Cree and Ojibway population.
J Rheumatol 1998;25:2319-23.

Table 4. Shared epitope and DRB1*0901 in anti-CCP-positive and anti-CCP-negative unaffected family mem-
bers. Unaffected family members included are first-degree relatives (n = 132) or more distant relatives (n = 34)
who had HLA typing and anti-CCP antibody assay results. Odds ratios for risk of positive anti-CCP antibodies
due to SE and DRB1*0901 were calculated by comparison of anti-CCP antibody-negative and anti-CCP-posi-
tive unaffected relatives.

HLA-DRB1 Anti-CCP- ANTI-CCP- OR p
negative positive (95% CI)

Genotype (n = 139) N (n = 27) N

Any SE 106 22 1.37 (0.48, 3.90) 0.554
SE/X 72 15 1.38 (0.46, 4.10) 0.567
SE/SE 34 7 1.36 (0.39, 4.71) 0.628
*0901 6 4 3.86 (1.01, 14.73) 0.059
SE/*0901 5 4 4.66 (1.16, 18.66) 0.04

Table 5. Regression analysis for risk of anti-CCP antibody due to shared
epitope and DRB1*0901 in unaffected family members. One hundred
thirty-nine unaffected relatives with negative and 27 with positive
anti-CCP antibody tests were entered into the regression.

Population Tested Explanatory OR p
Variables (95% CI)

Unaffected family *0901 Eliminated
members Any SE Eliminated

SE/*0901 4.66 (1.16, 18.66) 0.030
Constant 0.17 < 0.0001

The Cox and Snell R-square value for the regression was 0.025.

 www.jrheum.orgDownloaded on April 9, 2024 from 

http://www.jrheum.org/


1135El-Gabalawy, et al: Anti-CCP in North American Natives

4. Ferucci ED, Templin DW, Lanier AP. Rheumatoid arthritis in
American Indians and Alaska Natives: a review of the literature.
Semin Arthritis Rheum 2005;34:662-7.

5. Templin DW, Boyer GS, Lanier AP, et al. Rheumatoid arthritis in
Tlingit Indians: clinical characterization and HLA associations.
J Rheumatol 1994;21:1238-44.

6. Hirsch R, Lin JP, Scott WW Jr, et al. Rheumatoid arthritis in the
Pima Indians: the intersection of epidemiologic, demographic, and
genealogic data. Arthritis Rheum 1998;41:1464-9.

7. Lee HS, Lee KW, Song GG, Kim HA, Kim SY, Bae SC. Increased
susceptibility to rheumatoid arthritis in Koreans heterozygous for
HLA-DRB1*0405 and *0901. Arthritis Rheum 2004;50:3468-75.

8. Kong KF, Yeap SS, Chow SK, Phipps ME. HLA-DRB1 genes and
susceptibility to rheumatoid arthritis in three ethnic groups from
Malaysia. Autoimmunity 2002;35:235-9.

9. Gonzalez A, Nicovani S, Massardo L, et al. Novel genetic markers
of rheumatoid arthritis in Chilean patients, by DR serotyping and
restriction fragment length polymorphism analysis. Weak
association between HLA-DR4 and rheumatoid arthritis in Chilean
patients. Arthritis Rheum 1992;35:282-9.

10. Nelson JL, Boyer G, Templin D, et al. HLA antigens in Tlingit
Indians with rheumatoid arthritis. Tissue Antigens 1992;40:57-63.

11. Rantapaa-Dahlqvist S, de Jong BA, Berglin E, et al. Antibodies
against cyclic citrullinated peptide and IgA rheumatoid factor
predict the development of rheumatoid arthritis. Arthritis Rheum
2003;48:2741-9.

12. Nielen MM, van Schaardenburg D, Reesink HW, et al. Specific
autoantibodies precede the symptoms of rheumatoid arthritis: a
study of serial measurements in blood donors. Arthritis Rheum
2004;50:380-6.

13. Majka DS, Deane KD, Parrish LA, et al. Duration of pre-clinical
rheumatoid arthritis-related autoantibody positivity increases in
subjects with older age at time of disease diagnosis. Ann Rheum
Dis 2008;67:801-7.

14. van der Helm-van Mil AH, Verpoort KN, Breedveld FC, Huizinga
TW, Toes RE, de Vries RR. The HLA-DRB1 shared epitope alleles
are primarily a risk factor for anti-cyclic citrullinated peptide
antibodies and are not an independent risk factor for development
of rheumatoid arthritis. Arthritis Rheum 2006;54:1117-21.

15. Huizinga TW, Amos CI, van der Helm-van Mil AH, et al. Refining
the complex rheumatoid arthritis phenotype based on specificity of
the HLA-DRB1 shared epitope for antibodies to citrullinated
proteins. Arthritis Rheum 2005;52:3433-8.

16. Arnett FC, Edworthy SM, Bloch DA, et al. The American
Rheumatism Association 1987 revised criteria for the classification
of rheumatoid arthritis. Arthritis Rheum 1988;31:315-24.

17. Petty RE, Southwood TR, Manners P, et al. International League of
Associations for Rheumatology classification of juvenile idiopathic
arthritis: second revision, Edmonton, 2001. J Rheumatol
2004;31:390-2.

18. Oen K, Schroeder M, Jacobson K, et al. Juvenile rheumatoid
arthritis in a Canadian First Nations (aboriginal) population: onset
subtypes and HLA associations. J Rheumatol 1998;25:783-90.

19. Khanna D, Wu H, Park G, et al. Association of tumor necrosis
factor alpha polymorphism, but not the shared epitope, with
increased radiographic progression in a seropositive rheumatoid
arthritis inception cohort. Arthritis Rheum 2006;54:1105-16.

20. Greenberg J, Turner CI, Zegura S. The settlement of the Americas:
A comparison of the linguistic, dental, and genetic evidence. Curr
Anthropol 1986;27:411-97.

21. Boyer GS, Templin DW, Lanier AP. Rheumatic diseases in Alaskan
Indians of the southeast coast: high prevalence of rheumatoid
arthritis and systemic lupus erythematosus. J Rheumatol
1991;18:1477-84.

22. Williams RC, Jacobsson LT, Knowler WC, et al. Meta-analysis
reveals association between most common class II haplotype in
full-heritage Native Americans and rheumatoid arthritis. Hum
Immunol 1995;42:90-4.

23. Oen K, Postl B, Chalmers IM, et al. Rheumatic diseases in an Inuit
population. Arthritis Rheum 1986;29:65-74.

24. Hansen JA, Lanier AP, Nisperos B, Mickelson E, Dahlberg S. The
HLA system in Inupiat and Central Yupik Alaskan Eskimos. Hum
Immunol 1986;16:315-28.

25. Bias WB, Hsu SH, Pollard MK, et al. HLA-DR characterization of
a Chippewa Indian subpopulation with high prevalence of
rheumatoid arthritis. Hum Immunol 1981;2:155-63.

26. Ioan-Facsinay A, Willemze A, Robinson DB, et al. Marked
differences in fine specificity and isotype usage of the
anti-citrullinated protein antibody in health and disease. Arthritis
Rheum 2008;58:3000-8.

27. Berglin E, Padyukov L, Sundin U, et al. A combination of
autoantibodies to cyclic citrullinated peptide (CCP) and
HLA-DRB1 locus antigens is strongly associated with future onset
of rheumatoid arthritis. Arthritis Res Ther 2004;6:R303-8.

28. Klareskog L, Stolt P, Lundberg K, et al. A new model for an
etiology of rheumatoid arthritis: smoking may trigger HLA-DR
(shared epitope)-restricted immune reactions to autoantigens
modified by citrullination. Arthritis Rheum 2006;54:38-46.

29. Willemze A, Ioan-Facsinay A, El-Gabalawy H. Anti-citrullinated
protein antibody response associated with synovial immune
deposits in a patient with suspected early rheumatoid arthritis.
J Rheumatol 2008;35:2282-4.

Personal non-commercial use only. The Journal of Rheumatology Copyright © 2009. All rights reserved.

 www.jrheum.orgDownloaded on April 9, 2024 from 

http://www.jrheum.org/

